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Registration & Opening Remark

08:00 — 09:00
09:00 — 10:30 [Symposium I] Breast cancer genetics
1. PARP1 inhibitors and BRCA gene mutation in breast cancer 1.
HiA S| (MF2telch)
2. Breast cancer predisposing gene other than BRCA1 and BRCA2 and 2.
its clinical significance A2=M (AL K| A)
3. Genetic counseling in breast cancer genetic testing 3.
U=E (AHQICH)
10:30 - 11:00
11:00 — 12:00
Epigenetic dysregulation in hematopoietic malignancies
e e [Luncheon Symposium]
TBD
13:10 — 14:40 [Symposium llI] Cardiovascuiar genomics
1. Genetic variants related to channelopathy and cardiomyopathy in Korean 1
sudden cardiac arrest survivors 7|&A (MA32kelch)
2.
2. From common to rare genetic variation in cardiovascular disease
HE3| (MY Ee|atsh)
3. Relationship between mitochondrial genetic variants and phenotype in 3
HCM o|Zot (HMlelch)
14:40 - 15:10
. . [Symposium 1V] Clinical molecular diagnostics
15:10 — 16:40 : From bench to bedside
1. Development of in—vitro molecular diagnostics for early
detection of colorectal cancer based on quantitative
analysis of fecal DNA methylation biomarker OrME} (X|=BIEZ])
2. Molecular point—of—care test for infectious disease QxS (T Qlch)
3. Genomic markers in antidepressant response A=z (o)
17:00 — 18:00
68 1¥ (V) JW=EE B
08:30 — 09:00
09:00 — 10:30 [Symposium VI] Chromosomal microarray
1. Technical basics and issues in the clinical laboratory  21=3} (SX|2|Ch)
2. Application of chromosomal microamray as a
first—tier diagnostic test 22| (71=alech)
3. ACMG guideline for microarray Azt (2Ix|2]ch)
10:30 - 11:00
11:00 — 12:00
SHAAS] HA HE| 250
0N _ 19 [Luncheon Symposium]
12:00 13:10 M1EEIA=IMOI?_15|‘_—"!
TBD
13:10 — 14:40 [Symposium VII] O|XEEXZICHF | EQ| EJ}
1. DMSEXIZIC7 |EQ| HI-7HLXI] &iE0iA] O[cH= (M) 1,
2. DJMSEXIRIEF|EQ] ﬂ7}—%?_|317f1}°| °"“01IA1
S8 (ASelE M I IHA)
3. OMEEXIEIE7 | EL| HI XX} %I’é,*OIIM MAEE (21x]|2]cH)
4. OHESEXZICF|EL| HI-SAI2] 2EMIM 201 (2UH<|cH)
14:40 - 15:00
15:00 — 16:30 [Symposium IX] 2X}ZICHZA} QUMZTICHK|El Hoot
1. G7|AMEsHA 7[0|=2f2l FHL A Zojof (=Z&kelcH)
2. XMCHE7IMEEMT|HE o2t FUUR XTI oA XlEFXX|
o (0] P2 2 PN ST (BX|HS)
3. CHEIRHXEUIESL dlS2ES oIR8 R4 th wolo| Xizlx Tt
AUH= (HM2IcH)
16:30 — 17:00
= 2
V52
= AR HISE
Ml 80,000 90,000
HEo|/u 120,000 130,000
2718 MEBo|/UAHE A/ S /AT 80,000 90,000
A A| 150,000 160,000
AHSE g @ 238191 SE (http://ksgd.org/conference/)
AISE 712H : 20184 58 182 (F)77IX|
2N g i -7i=Edu
— ZIZIUS : KEB SHLI23(T.2I2H28) 630-010417-954 (GIFZ : LHSHICIRFES])

CietEIctRHets] A=

Tel: 02-765-7996 | Fax: 0303-3441-7996 | E-mail: ksgd.office@gmail.com | Homepage: http://www.ksgd.org

[Symposium II] Metabolomics meets genomics

A Zicht X|= (B 2 =

HHEANS 0|85 BACKYS Tt usis (@)

Application of metabolomics for personalized medlcme Dlsoovery
and evaluation of CYP3A metabolic markers ZZH (M22]ch)

Coffee Break / 7|7 |22t
[Plenary Lecture 1] (Z3HE

L— =]
E

B)

[Luncheon Symposium]
iFIH[0|

TBD
[Industrial Workshop]

. Roche solution for NGS sample preparation

Cindy Huang (Roche Diagnostics Asian Pacific)

Key differences between QlAseq and lllumina & Oncomine
Dan Heard

(QIAGEN Science Inc. GPM of UNGS Genotyping, Assay Tech GPM)

TBD
Coffee Break / 7|7 |2t&
[Symposium V] Genetic counseling
AR HE S&0| (TH=22lch)
BAL M - = FEAE Z[15] (MS0LtHE )
NGS ii'd ZAI =& £ e | A X2 (=HEeloh)

1.

2. Clinical application of NGS test in hematologic malignancy treatment

3. Application of NGS panel in neuromuscular disorders

Registration

[Education V] Clinical application of NGS—based target sequencing

NGS panel for rare genetic syndromes el (ME2cH)

T (M=2lch)

ZQtL} (0]=2|cH)

Coffee Break / 7|7 |22t

[Plenary Lecture II] (=82

B)

[Luncheon Symposium]
Cl<>Hlo|2HIC|Z}

TBD
[Symposium VIII] Emerging technologies

Non—genetic cellular heterogeneity of cancer cells leading to

drug resistance LS (HPAEs|&d)

Nano—and micro—scale of next—generation proteomics for protein
biomarker discovery SIES (MSHEY o MHAHATLR)

Organoid cultures in the study of mechanism of tumorigenesis and its
application in precision medicine 0|8z (M=CH)

Coffee Break / 7|7| &2t
[Symposium X] Microbiome and metagenomics

Human microbiome ecology

Analysis of the microbiome: Whole genome shotgun vs. Ampllcon
sequencing x| (HIZ=CH)

Microbiome in clinical microbiology

Bacterial community in human respiratory tract and
research methods

3] Y A4
’ = 7]
—9—}\] =

SZ= A
[Education I] SF=RHXIHAFE7 [ — CHSIZICHRTSES| SEWR 106:00 - 10:30

1. FEXREAD 2 EEI A 2 AL P HE G 713 (G Eel)
2. EII20FH GUIEFE AAMEEE 49

2-1. A 29 718 (gaeel)
2-2. EXleH ojo (=HEel), B2 (Holch)
2-3. MZ&{H SUY (FELME), 22 (M=2)

Jacqueline Payton (Washington University in St. Louis)

[Luncheon Symposium]

TBD
[Education 1I] Interpretation of NGS data

1. Database and annotation M3 (M22lch)
2. Variant filtering O|=& (Htolrh)
3. Copy number analysis tools O|&EH (HAMIICH)

4. Interpretation of somatic variants

[Education llI] Troubleshooting in the molecular diagnostic tests

1. Sanger sequencing troubleshooting SI13|XH (AMZEtoCH)
2. MLPA Z1fsiAio| e HEE (ME22]h)
3. MTEZAAIL]| troubleshooting =Ml (M29lth)

Droplet digital PCR HEZAM (O AC| K| =BIA)

az

A

[Oral Presentation 1]

SIOLY (B HIHRH5H2)

[Luncheon Symposium]
HH[O| 2 &l

TBD
[Oral Presentation Il]

[Education V] Bioinformatics for laboratory medicine

1. Bioinformatic tools for interpretation of CMA results

3. USCS genome browser
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: 02-571-8100
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